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which again points to the role the gut microblota may play in this disease. Improving gut microbiota profile by
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1. Introduction

Coronavirus disease 2019 or Covid-19 is a new public health crisis
threatening the humanity. Although, it originated in the Hubei province
of China in late 2019 yet it has spread to many countries in the word
(Wang et al., 2020), This pandemic disease is caused by the novel be
named SARS-Cov-2(L.ak 120). Covid-19 has very

stures such as high rates of transmission, mild to
moderate clinical manifestation with more serious mdiological ab.
normalities seen in the elderly (Yuen 1., 2020).

Coronaviruses are positive sense RNA viruses with spike like pro
jections on its enveloped surface giving it a crown like appearance
hence the term Coronavirus ( 1). Phylogenetic diversity
studies have highlighted that SARS-Cov-2 shares 79% nucleotide se
quence identity with another virus of the same family SARS-Cov which
caused major epidemic in 2002-2003 that resulted in 8000 cases in 26
countries (D tal,, 2016), Additionally, SARS-Cov-2 also displays
sequence identities of 96% and 89.6%, for the envelope and nucleo
capsid proteins respectively with SARS-Cov (Zhou 1b).
Middle East respiratory syndrome or MERS disease in 2012 was also
caused by another coronavirus called MERS-CoV. All these viruses
utilize the ACE-2 receptor for their cellular entry (Zhou «t al 120a).

tacoronavirus, now
important clinical f
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Interestingly, ACE-2
kidney and gastrointestinal tract, tissues known to harbour SARS-CoV
(Harmer ot al, 2002 Leung et al.,, 2003). Earlier evidence suggested
that SARS coronavirus viral RNA was detectable in the respiratory se-
cretions and stool of some patients after onset of illness for more than
one month but live virus could not be cultured after third week (Chan

tal )14). Now, recent report also suggests that SARS-Cov2 RNA can
ovid-19 (Wu et al 120). This
along with the fact that some patients of this disease have diarrhoea

receptors are also reported to be expressed in the

be detected in stool of some patients of

points out towards a distinet possibility of involvement of gut-lung axis
and may be the gut microbiota (Chan et al 120)

2. Gut microbiota and the gut-lung axis

The human gut microbiota consists of 10'* resident microorganisms
which include bacteria, archae, viruses and fungi (Gill 1 06).
Primarily, the gut bacteria in healthy individuals is dominated by four
phyla  Actinobacteria, Firmicutes.  Proteobacteria. and Bacteroidetes
(Villanueva-Millan et al., 2015). The colon harbours an extremely high
density of bacteria in the families Bactervidaceae, Prevotellaceae, Rike-
nellaceae, Lachnospiraceae and Ruminococcaceae (Hall ot al., 2017). The
gut microbiota plays a key role in health through its protective, trophic
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Introducao

- A COVID-19 é causada pelo novo betacoronavirus, denominado
SARS-CoV2.

. Caracteristicas clinicas do coronavirus:

@'y o3

Altas taxas de transmissao Manifestacdo de leve a moderada
(sendo mais grave em alguns grupos)



Introducao

- Alguns pacientes com esta doencga tém
diarreia:

= Possibilidade de envolvimento do eixo
intestino-pulmao

= Pode estar relacionado a microbiotaintestinal.




Microbiota Intestinal
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Composta por: Fundamental na saude: Afeta a saude pulmonar:
= Bactérias = Efeito barreira = Eixo intestino-pulmao

= Virus = Efeito nutricional

= Fungos » Estimuladordo sistema

imune



Microbiota Intestinal e Eixo
Intestino-Pulmao

Existem microrganismos no pulmao:

Predominam:

= Bacteroidetes

=  Firmicutes
Proteobactérias



Microbiota Intestinal e
Eixo Intestino-Pulmao

-

= O eixo intestino-pulmao € bidirecional:

= Endotoxinas e metabdlitos microbianos podem
impactar o pulmao (Dumas et al., 2018);

= [nflamagé&o no pulmao pode afetar a microbiota
intestinal (Dumas etal., 2018).
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Microbiota Intestinal e
Eixo Intestino-Pulmao

O novo SARS-Cov2 pode
afetar a microbiotaintestinal

» |ssoinfluencianas
manifestacdes clinicas,
principalmente em idosos e
imunocomprometidos.




Microbiota Intestinal - Papel na Imunidade

= Secrecao de peptideos antimicrobianos, competicao por nutrientes e
pelo local do habitat;

= Participacao nas respostas pro e anti-inflamatorias;

= Prevencao de reacoes imunoldgicas excessivas.



Nutricao e microbiota intestinal
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Fatores ambientais, junto coma Estudo dos prebidticos no
dieta, podem modular a contexto da modificacdo da

composicao da microbiota microbiotaintestinal humana.
intestinal.
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Consideracoes Finais

Manifestacoes gastrointestinais graves da COVID-19
. / afetam de 3% a 79% dos pacientes (LN L; RIPHAGEN s, 2020).

Os prebidticos sao conhecidos por aumentar os niveis de
jt butirato, reduzir a inflamacao e melhorar as condi¢coes de
asma e fibrose cistica.

prebidticos que sao capazes de modular o intestino
em pacientes com sintomas gastrointestinais
relacionados a COVID-19 (niusino et al., 2020).

Como estratégia terapéutica, faz-se necessario
% ingerir alimentos fermentados, probidticos e




Referencias Bibliograficas

WTUNES, A. E. et al. Contribuicdo potencial de micrébios
benéficos para enfrentar a pandemia COVID-19. Food Research
International. Sao Paulo, v. 136, n. 1, p 1-10, dez./2005.
Disponivel em:
<https://www.sciencedirect.com/Science/article/pii/S0963996920
306025>. Acessoem: 07 nov. 2020

OBA, J. et al. Sintomas gastrintestinais e abordagem nutricional
durante a pandemia de COVID-19: guia pratico para pediatras.
Instituto Israelita de Ensino e Pesquisa Albert Einstein. S&o
Paulo, v. 19, n. 1, p 1-8, dez./2005. Disponivel em:
<https://www.scielo.br/pdf/eins/v18/2317-6385-eins-18-
eRW5774.pdf>. Acessoem: 07 nov. 2020 J



OBRIGADO!



